Getting started with PMOD:
Image Loading and Viewing

© PMOD Technologies, 2018 PMOD v4.0, Last Rev. 2018/11/05




Getting started with PMOD: Image Loading and Viewing

Prerequisites: Procedure (continued):
« DICOM images on file system « Append images:
« Demo example database — By Autodetect from file system

—From Demo database

Procedure: » Image presentation:
« Load images: — Zoom control
— In DICOM format from file system — MIP activate/deactivate
 Study information and image — Color scale adjustment
properties — Layout configuration

« Save image in Interfile format Data inspector/SUV types

Report creation
Scientific capture
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